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Atrium, 7th-9th floors

Event format: On-site & Online
;g Speaker: Fabrice Odefrey

Discover the Future of Protein Sequencing with Proteus™

Join us for a technical seminar featuring Fabrice Odefrey from Quantum-Si,
who will introduce Proteus™, a single-molecule protein sequencing platform
designed to help researchers explore protein complexity at the amino acid
level.

Proteins are shaped by sequence variation, isoforms, and post-translational
modifications, yet much of this complexity remains difficult to study directly. In
this seminar, you will learn the principles behind direct protein sequencing with
Proteus, explore its unique capabilities, and discover potential applications for
investigating protein variants, post-translational modifications, and molecular
heterogeneity.
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Contact: Core Research Facility, Center for Infectious Disease Education and Research (CiDER),
The University of Osaka
Hideyuki Hara

Tel: 06-6879-8877

Email: info.coref@cider.osaka-u.ac.jp
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