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e Subcellular resolution allowing visualization of cellular ¢ Multiple chip sizes allowing various tissue types and
heterogeneities and efficient cell type annotations scalable capture areas
Figure 1. Stereo-seq capturing spots (DNBs) arranged down to single cell Figure 2. Demonstration of Stereo-seq chip at different sizes

resolution, allowing mRNA within one cell to be captured with hundreds of
coordinate ID containing DNBs
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