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THE SCIENCE OF WHAT'S POSSIBLE.
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Part 1: From Molecules to Mechanisms: Xevo 1\ J O
MRT as the Multi-Omics Engine for e
Metabolomics, Lipidomics, and Proteomics
(45 minutes; English)

The Xevo MRT multi-reflecting time-of-flight platform
delivers ultrahigh resolution and mass accuracy to advance
metabolomics, lipidomics, and proteomics. Its high-speed
acquisition enables more samples per study, reduced batch
effects, and less reliance on complex normalization—
creating a unified, next-generation engine for multi-omics ACQUITY Premier/M-class
discovery.

Xevo MRT MS

® The Xevo MRT Mass Spectrometer is at the heart of Waters discovery omics solutions.
100K FWHM resolution at 100 Hz acquisition speed delivers robust, reproducible, sub-
ppm mass accuracy for high-quality omics data.

® Advances in chromatography focusing on next generation microflow LC Columns with
MaxPeak Premier Technology, that delivering higher sensitivity with lower sample and
solvent usage.

® Introduction to powerful flexible end-to-end omics workflows
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